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Introduction


All the rare diseases have in common two main problems: the 

delay in the diagnosis and the difficult in reaching adeguate samples 

in order to have significant studies on epidemiological, clinical and 

therapeutic aspects.  This is true also for 𝛂1 antitrypsin deficiency. 


Although in the past years different scientific societies, headed by 

World Health Organization (WHO), have focused the importance of an 

early diagnosis in order to change the natural course of the disease, 

the main part of the at risk subjects have never been screened for the 

AAT hematic value in a lifetime, and we are referring to millions of 

individuals with respiratory diseases that necessitate a variety of 

sanitary tests and therapy. 


If, obviously, the genetic component of the disease is not 

modifiable, the environmental factors, that have a crucial role in 

development of the disease, surely can be controlled and improved. 

Starting an healthy life style, for example smoking cessation and 

reduced exposure to pollution, preventing the respiratory infections in 

addition to pharmacological treatment can influence heavily the 

prognosis, quality of life and the socio economical cost of this disease.  

Reducing the gap between symptoms appearance and diagnosis 

become mandatory and the screening programs in general and in 

selected population   are the right answer both to understand the right 
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frequency of this disease that is, more than rare, under diagnosed, 

and how modify its history.


Following these needs we have started in 2019 a screening 

program in Sardinia, an island in the Mediterranean Sea that has 

peculiar genetical characteristics with negative and positive features: 

for example a high frequency of rare diseases such as Multiple 

Sclerosis but also a numerous group of centenaries. This is a 

consequence of a geographical and anthropological isolation  during 

the past centuries, especially in some rural area of our region and  in 

addition to a low exposure to pollution, create a different condition in 

comparison to the peninsular Italian territory.


The comprehension of the clinical characteristics of the affected  

subjects is the first step in the path to improve the management of the 

𝛂1 antitrypsin deficiency patients.
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Backgrounds 


Hereditary Alfa one Antitrypsin 

deficiency


𝛂1 antitrypsin deficiency (AATD) is genetic disorder with a 

autosomal co-dominant transmission which predisposes mostly to 

pulmonary and hepatic disease, but also to different clinical 

manifestations and diseases that actually are not completely 

understand.


The protein


𝛂1 antitrypsin (AAT) is a glycoprotein belonging to the Serpin 

(SERine Protease Inhibitor) family and its responsible gene, called 

SERPINA 1, is located on the long arm of the chromosome 14.


More than 120 alleles are known but only 30 of them are 

associated with pathological presentations. Historically the 

phenotypes were classified by the PI* (for Protease Inhibitor) system 

and the following letters denoted the migration rate during an 

electrophoresis on a starch gel, M (medium), S (slow), F (fast), or Z (very 

slow)[1].
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Fig. 1 AAT protein


 Afterwards, when the migration procedure changed using a 

isoelectric point (isoelectric focusing, IEF, pH 4-5 on polyacrilamide 

gel) the nomenclature was maintained so the variant with an anodal 

migration were describe with the first letters of the alphabet  and the 

one with a cathodal migration were associated with the last letters. 

Lately thanks to the genetic techniques it is possibile to describe the 

AAT allelic combination [2]. So, by convention, the phenotype 

describes the AAT protein expressed and are classified by the Pi* 

system based on the migration on isoelectric pH gradient, on the 

other hand the genotype demonstrated by allele-specif ic 

amplification, is classified by the PI* system.


The variants are usually categorized in 4 groups:
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1. Normal, the AAT levels are within the normal range (20-53 !mol 

o 80-220 mg/dl) and genotype PI*MM


2. Deficient, the serum AAT is below 20 !mol and genotype PI*ZZ, 

PI*SZ and other rare variants as M-likes


3. Null, defined as Q0 and absent circulating protein


4. Dysfunctional, characterized by abnormal function of the 

protein, for example decrease binding to neutrophils elastase (PI*F) 

or thrombin inhibitory activity (Pittsburgh variant) [3].


AAT is mainly produced in the liver and lately secreted in the 

blood stream so the molecules can reach the lung by diffusion [4]. 

There is also a local production by alveolar macrophages, circulating 

monocytes and bronchial epithelial cells [5-8]. 


The main target is the neutrophil elastase (NE) and, through a 

suicide mechanism that implies its consume, AAT furnishes more than 

the 90% of the protection against the neutrophilic elastolytic burden 

in the deeper lung [9]. As the other serpins, AAT has a three "#— 

sheets and a lateral chain where is located the reactive centre [10,11]. 

The bond with the NE causes the lateral chain rotation to the opposite 

side distorting and inactivating the elastase molecule and the AAT 

itself. In physiological condition, the abundance of AAT in the lung is 

able to guarantee an adeguate protection [12](Fig.2).
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Figure 2. AAT Inactivating mechanism of  neutrophil elastase (A), mutations 

and pathologies (B). From Carrell, Lomas N Engl J Med 2002


The protective threshold effective against the elastolytic activity in 

the lung is supposed to be 11 !mol (o 50 mg/dl) [13]. 


AAT also possesses anti-inflammatory capabilities that extend 

beyond its anti-protease role. In fact, AAT is involved in regulating the  
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CD14 expression [14], inhibition of TNFα  gene up-regulation [15], and 

inhibition of lipopolysaccharide activation of human monocytes and 

neutrophil migration in vitro [16,17]. In addition, AAT has been shown 

to down-regulate apoptosis [18] and to inhibit antiprotenase 3 

antibody activation of neutrophils [19].


In addition to the control on chemotactic neutrophilic expression 

due to interleukin 8 (CXCL8) and leukotriene B4 (LTB4) [20, 21], the 

AAT, thanks to its methionine residues, is a powerful antioxidant and it 

is able to suppress the superoxide production by activated neutrophils 

[22]. Among the pro-inflammatory molecules, TNF𝛂 is a cytokine with 

different functions including neutrophil activation, up regulation of 

adhesion molecules and stimulation of the production and release of 

other cytokines. AAT initially facilitates acute responses of the 

endothelium to TNF𝛂, followed by selective inhibition of TNF𝛂# - 

Induced-self amplification, which may assist the vasculature in the 

resolution of chronic inflammation in both native and oxidized form 

[23,24].


All these mechanisms, even if it not completely clear, can explain 

the variegate clinical presentation of the AATD.


Pathophysiology


It is possible to recognize two major pathological mechanisms: 

the loss of a physiological function and the gain of a toxic action. In 
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the lung we mostly observe the effects of the protective function 

reduction, on the other hand, the hepatic damage is correlated to the 

cytotoxicity due to the intracellular accumulation of altered proteins.


The gain of a toxic function is related to specific genotypes, in 

particular in the Z alleles where the substitution of a lysine for a 

glutamic acid at position 342 widens the tertiary structure of the 

protein and allows polymerization by linking through the reactive loop 

different molecules in an irreversible process [25-27]. The polymers 

generate inclusions inside the endoplasmic reticulum of hepatocytes 

which, if not degraded, can cause clinical liver disease [28-29]. The 

retention of the polymers may be due to an alteration of the Z-type 

proteins and its chaperone, calnexin [30], to an irregular response to 

the unfolded protein [31], probably because the well ordered 

polymeric structures are not seen as misfolded [32] and to a damaged 

autophagy [33]. Intracellular inclusion were observed with other AATD 

phenotypes such as Mmalton [34] and Siiyama [35].


In the lung it is possible to describe a proteases-antiproteases 

unbalance, an amplification of the chemotaxis induced inflammation 

and a mechanical damage. The lack of AAT causes an uncontrolled 

serine protease proteolytic activity, mostly of the NE that is involved in 

the lung destruction [36] and in the alteration of the immune response 

by cleaving complement receptors and immunoglobulins [37, 38], 

interfering with ciliary mobility [39] and inactivate anti proteases such 
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as secretory leucoprotease inhibitor (SPLI) and elafin [40,41]. The 

elastase burden is enhanced by lung infections and cigarette smoking 

with an acceleration of the pulmonary damage and may be also 

consequent to a functional deficiency as the AAT is oxidized and 

inactivated by cigarette smoke.


The inflammation can also be fueled by enhanced neutrophilic 

recruitment to the lung secondary to different stimuli. The binding of 

free NE and alveolar macrophage causes their leukotriene B4 (LTB4) 

liberation with an increased chemotactic activity for neutrophils that 

has been demonstrated in the sputum of COPD patients [42]. 

Increased release of LTB4 by macrophages has been demonstrated in 

AATD patients [43,44] with blood levels that correlate with 

exacerbation frequency [47]. On the other hand, LTB4 decreases with 

augmentation therapy [46]. In addition, human neutrophil peptide 

(HNP), usually neutralized by AAT, in case of deficiency, can work as a 

pro-inflammatory molecule by releasing macrophage LTB4 

synergically with NE and by interleukin 8 (IL-8), a ligand for the CXCR1 

receptor on the neutrophil surface [47]. In COPD patient sputum, LTB4 

has been estimated to contribute about 47% of the neutrophilic 

chemotactic activity and IL-8 for the 31% [42]. AAT polymers, that can 

be produced also within the lung, appear to fuel the inflammation in 

AATD. In particular, Z-type polymers are chemotactic for human 

neutrophils in vitro studies [48-50] and stimulate myeloperoxidase 
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release and neutrophil adhesion [50]. Moreover, elastin fragments 

have been found to drive the chemotactic activity and the monocyte 

recruitment in response to cigarette smoke in a murine model of 

emphysema. The use of a monoclonal antibody against elastin 

fragments interrupts the chemotaxis [51]. 


Finally the mechanical damage: the alveolar wall is made of elastic 

fibers that, in physiological conditions, share equally the stretching 

force so the maximum of tension is never reached. But, if some of the 

fibers are damaged, such as after an exposition to NE, the load that 

every fiber should sustain increases gradually reaching the breaking 

point [52]. This dynamic stress causes an acceleration of the 

parenchymal loss.


Epidemiology


AATD shows a different prevalence and frequency worldwide 

depending on the migration drifts. In Europe prevalence in general 

population varies from 1 in 1368 in Denmark to 1 in 58319 in Poland 

and in Italy is rated in 1 in 2000 - 5000 [53]. 


These numbers are higher from the diagnosed patients and it 

supposed that more than 90% of the affected subjects are 

undiagnosed. In fact, it has been estimated that 185 million subjects 
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carried one deficient allele (MS or MZ) and 5.5 million subject carried 

two deficient alleles  (SS, SZ and ZZ) [54-56].


In clinical practice the majority of the severe deficient patients are 

associated with the Z allele, followed by S and then the so called “rare 

variant”. Different studies point out that in specific geographical aerea 

these variant are not so rare and they could be more frequent where 

the PI*Z frequency is lower, such as in Sardinia, some Mediterranean 

and North African countries and Japan [57-60]. 


The prevalence of rare variants established by Ferrarotti et al. in 

2005 in Italy was 1.2% and among them the more frequent is PI*Mmalton  

(Fig 3) [58].





Figura 3: Geographical distribution of PI*ZZ genotype (A) and of rare variants 
carriers (B). From Ferrarotti et al.  J Med Genet. 2005


Beyond the general population the scientific interest was focus on 

the impact on the affected subjects. In fact 1% of subjects with chronic 
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obstructive pulmonary disease (COPD) has been estimated to suffer 

from AATD [61]  most of  them undiagnosed. Different screening 

programs were performed on COPD patients in different clinical 

setting trying to improve the diagnosis rate in this population where a 

more specific pharmaceutical and non approach could influence the 

clinical course of the disease.


Diagnosis


The first step in the diagnosis path is the quantitative evaluation of 

the serum AAT. Nowadays it is mostly performed by nephelometry and 

it is possibile to safely use dried blood spot (DBS) to centralize the 

samples. 


In 2012 Ferrarotti and colleagues summarized the AAT level in 

general population following the genotype and identified the 

threshold of 1.1 g/l as the optimal value to recognize the genotypes 

caring at least an S or a Z [62]. AAT is a phase acute protein so its 

value con be influenced by the inflammation status of the subject so it 

is mandatory to evaluate biochemical markers such as C-reactive 

protein (CRP) when testing for AAT level.


As second step there are quantitative tests, namely phenotyping 

or genotyping. The first consist in the migration of the protein 
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following the isoeletrict point, the second utilizes the CPR technique 

to identify manly S and Z mutations but can also detect rare variants.


In 2017 the ERS proposes a diagnostic algorithm starting from the 

quantitative test to the genotyping and gene sequencing (Fig 4)[63].





FIGURE 4.  Algorithm for laboratory testing of $1-antitrypsin deficiency 
(AATD). This algorithm describes the current practice of how members of the 
task force treat patients with AATD and is not provided as a general 
recommendation. AAT: $1-antitrypsin; CRP: C-reactive protein. From 
Miravitlles  et al. Eur Respir J 2017; 50: 1700610 

Once identified an index case should be proposed a family testing 

and an adeguate genetic counseling in order to explain all the 

characters of this hereditary disease. 


	 	 13



Clinical aspects and therapy


AAT deficiency has been historically associated to pulmonary and 

hepatological conditions such as chronic hepatitis, cirrhosis and 

hepatoma [64,65], vasculitis (in particular anti cytoplasmatic antibody-

positive such as Granulomatosis with polyangioitis [66-68) and skin 

diseases (especially panniculitis [69]). Nevertheless other diseases are 

thought to be correlated to AAT deficiency [70] such as 

glomerulonephritis [71], celiac disease [72], pancreatitis [73], lung, 

colon-rectal and bladder cancer [74] and intracranial and abdominal 

aneurysm [75] and fibromuscolar dysplasia [76].


Pulmonary involvement


The classical clinical phenotype is defined by a pan-lobular 

emphysema with a basal predominance and an early onset COPD, 

usually in the 4th or 5th decade depending on exposure factors as 

smoking habits, but the pulmonary involvement has fully 

demonstrated to be far more heterogeneous.


The different registries, both at national and international level 

[77,78], and the follow-up of the Swedish cohort [79] have allowed to 

identify different sort of lung damages and consequent clinical 

presentations. It wides from asymptomatic to more classic COPD 
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features, common also in not AATD subjects, such as cough, dyspnea, 

wheezing, bronchiectasis, chronic bronchitis, bacterial colonization, 

frequent exacerbations, impaired health status and a degree of 

reversibility of airflow obstruction [80-83]. Furthermore the 

radiological aspects are more heterogeneous than we could expect. In 

fact only 20% of chest radiographs in PI*ZZ showed basal emphysema 

and 15% were normal [84] and in computer tomography series the 

64% of the 102 PI*ZZ subject demonstrates basal emphysema but 36% 

has apical predominance. [85] 


The variety of clinical and radiological patterns persuades the 

different guidelines to recommend AAT testing in all the subject with 

COPD irrespective of age and severity and adult onset asthma [86-89]


Treatment


Currently only specific treatment for AATD is the augmentation 

therapy. It consist of the intravenous administration of AAT with the 

aim of raising the serum level above the pulmonary protective 

threshold and, consequently, positively influence the pathological 

mechanism of lung disease.


For many years the augmentation therapy was given without clear 

scientific evidences but recently different studies and metanalysis 

have demonstrated its value. The ERS statement group in 2017 
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examined the RCT trials and the observational studies [63] and 

affirmed that in severe AATD augmentation therapy reduces the 

emphysema progression.


The elimination of negative factor such as smoking habits or 

working exposure and a strictly control of the pulmonary disease are 

fundamental in the evolution of the disease mostly in the early phases 

when the lung tissue is less involved.
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Purpose


Starting from a AAT hematic screening in subjects affected by 

chronic obstructive airways diseases in Nord Sardinia, the project has 

the aim to describe in a selected population the AATD incidence, the 

allelic prevalence and its clinical and genetic characteristics.


The knowledge of the current estimated prevalence is the first 

step in the characterization of any disease because it helps to define a 

patient “typical” profile and consequently its recognization. Its 

importance is magnified even further in AATD and similar rare 

conditions, in which only a prompt suspects can lead to a timely 

diagnosis that is, unfortunately, still an unmeet need.


The interaction among specialists, general practitioners and 

patients is the only practicable way to widen the comprehension of 

the disease and to start the changes needed to improve the quality of 

life and prognosis of this subjects and their relatives.
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Methods


We made an observational screening study in patients with 

pulmonary diseases followed in outpatients clinic of the Respiratory 

Disease Department of the Sassari University in Sardina, Italy.


The objective of the study were:


• To assess AATD prevalence and to estimate the different allelic 

variants frequency


• To describe the clinical and demographic characteristics of the 

patients


Population


We enrolled subjects aged more than 18 years old affected by 

COPD, asthma, bronchiectasis and pneumothorax from 2017 to 2019. 


The sample will be described at the enrollment by demographic 

(age, gender, BMI), anamnestic (smoking habits, familiarities), clinical 

(pulmonary and hepatic diseases, symptoms) radiological (High 

Resolution Computed  tomography, HRTC), functional (respiratory 

functional tests) and laboratorial (C reactive protein, CRP) 

characteristics. All the patients underwent a hematic sample analysis 

in order to evaluate AAT serum level.


	 	 18



The limit to advance into the diagnostic path was 128 mg/dl. This 

value allows to recognize different heterozygosis alleles and, in a 

certain ways, correct the not normal CRP values in some subjects.


Based on the serum AAT levels, individuals were classified as no 

deficiency, intermediate deficiency and severe deficiency. 


The samples of deficient patients were sent to the Anatomic 

Department of the University of Cagliari by dried blood spot (DBS) or 

hematic samples in order to define the genotype.


Statistical Analysis


Categorical variables were described by frequencies and 

percentages and compared using the Chi-squared test. Continuous 

variables were expressed as mean ± SD or median and interquartile 

rate and compared between groups using the T-test or Fischer test 

where appropriate. 


Prevalence comparisons were made with Binomial Test [William J. 

Conover (1971) Practical nonparametric statistics. New York: John 

Wiley & Sons]. 


To evaluate allelic mutation influence on pulmonary diseases first 

Generalized Linear Models (GLM) were adopted for each one and then 

a Wald Test was performed (alpha=0.05). 
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Mutation effect on spirometric values was evaluated by Nonmetric 

Multidimensional Scaling (NMDS) and PERMANOVA where 

appropriate .


 Data were processed using SPSS 28.0.1 (IBM SPSS, Inc., Chicago, 

IL, USA).  
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Results


Population


A total of 469 subjects was enrolled in our study, of these, 268 

(57%) subjects were male and 201 were females.


 The mean age of the sample was 67.96 % ‎14.24 years old and the 

mean BMI was 26,46#% ‎14,24. 


290 (61%) subjects were active or former smokers, with a mean 

tobacco consumption of 29.56 % 35.45 pack-years. 


Asthma was reported as main familial disease (3%) and only 2 

subject referred a AATD case between relatives (0.4%).  


62.5% were diagnosed with COPD, followed by asthma (23.7%) and 

emphysema (19.2%). 


The mean AAT value observed was 155.83 % ‎ 46,68 with a mean 

CPR of 3,17 % ‎15,05. (Table 1)


Gender Male 268 (57%)

Mean age ( yo) 67.96 ± 14.24

BMI (mean, Kg/m2) 26,46 ± 14,24

Smoking habits

Never 119 (25%)

Yes 91 (19%)

Ex 199 (42%)

Pack years 29.56 ± 35.45
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Table 1. General characteristics of the population.


Complete lung function tests population


Limiting to the subjects with complete pulmonary function data 

we have 265 patients with male prevalence (56%) and similar 

characteristics to the general population (Table 2).


Familial disease 

Asthma 14 (3%)

Emphysema 7 (1,5%)

Bronchiectasis 1 (0,2%)

COPD 6 (1.3%)

AATD 2 (0,4%)

Diseases 

Hepatological 7 (1,5%)

Asthma 111 (23.7%)

Emphysema 90 (19.2%)

Bronchiectasis 74 (15.6%)

COPD 293 (62.5%)

AAT (mg/dl) 155.83 ± 46,68

CRP (mg/dl) 3,17 ± 15,05
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Table 2. Characteristic of subjects with complete lung function test


Mean age, (years old)  68 (60-77)

Gender (F/M), % 44/56

BMI, Kg/m2 25.7 (22.2-30.1)

Smoking habits %

Never                 27

Ex                       53

Yes.                    20

FEV1, % 68 (52-86)

FVC, % 79 (65-93)

FEV1/FVC, % 76 (62-98)

VR, % 143 (111-186)

TLC, % 106 (93-125)

COPD, % 66

ASTHMA, % 26

ENPHYSEMA, % 26

BRONCHIETASIS, % 15

CRP, mg/L 0.69 (0.31-1.92)

AAT, mg/dL 150 (125-175)
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Allelic frequency among the deficient group 


71 patients (15% of the sample) had an AAT value lower than 128 

mg/dl and underwent to genotyping process. 38 of them (53,5%) 

showed a mono or bi allelic mutations of the SERPINA 1 gene. 


Nine combination was observed: PI* MM, PI*M/M Malton, PI*MS, 

PI*MZ, PI*M Malton M Malton, PI*ZZ, PI*SS, PI*M MaltonS e PI*ZS. (Table 3)


Table 3. Allelic combination observed in the deficient subjects


Genetic allelic combination  n= 71  (n, %)

M M 33 (46.47%) 

M M Malton 15 (21.12%)

M S 14 (19.71%)

M Z 3 (1.4%)

M Malton homozigosis 2 (2.81%)

S M Malton 1 (1,4%)

S S 1 (1,4%)

Z Z 1 (1,4%)

S Z 1 (1,4%)
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Fig 5. Frequency of the different allelic combination


Among the 38 subjects we observed 20 males and 18 females 

without significant difference in prevalence (p=0.8714).


The more frequent mutations observed were heterozygosis 

MMMalton (39%) and the heterozygosis M S (37%). (Fig. 5) 


MMalton is the more carried mutation in heterozygosis and 

homozygosis (18 subjects). That is a frequent higher than expected 

and it possible to estimate in our Sardinian population (469 subjects) a 

prevalence of 3,84%.


3%

3%3%
3%

5%

8%

37%

39%

M-Malton heterozygosis M/S heterozygosis M/Z heterozygosis
M-Malton homozygosis Z/Z homozygosis S/S homozygosis
M-Malton/S heterozygosis Z/S heterozygosis
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 AATD prevalence in COPD, asthma, bronchiectasis 

ed emphysema versus general population


 In our sample of 469 subjects we observed 38 patients with 

AATD. It is possible to assess that the prevalence of AATD in the 

population affected by COPD, asthma, bronchiectasis and 

emphysema, in Sardinia, is 8.32%. That is significantly higher (p<0,001) 

than the general population (prevalence 0,00033%).


Influence on allelic mutation on clinical presentation


With the limitation of our small numbers of our sample we 

observed the following clinical presentation for every mutation. (Tab. 

4)


Tab 4. Clinical phenotypes in mutated group


N %

Hepatological disease 1 2.6

Asthma 13 34,2

Emphysema 7 18.4

Bronchiectasis 6 15.8

COPD 8 21.1

Other 4 7,9%
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Tab.5  Disease frequency for every allelic combination 


Some of the patients presented overlap between different 

diseases, but the clinical presentation more observed was asthma and 

COPD (Fig.6).


Asthma COPD Emphysema Bronchiectasis Other

S S 1

Z Z 1 1

M M a l t o n 

homozigosis
1 1 1

M M Malton 5 3 3 7

M S 6 2 2 5 2

M Z 1 1 2

S Z 1

S M Malton 1
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Fig.6 Clinical presentation in mutated group


The exact test of Fischer does not demonstrated any influence 

between allelic mutation and pulmonary disease (p=0.08874).


Allelic combination and FEV1


In order to evaluate the correlation between mutation and 

functional tests we chose to confront the two numerous groups: 

PI*MS and P*M MMalton (n=10  and 6 respectively).


The distribution inside the Nonmetric Multidimensional Scaling 

(NMDS) multivariate space was significantly representative with a 

0

2

3

5

6

Asthma COPD Emphysema Bronchiectasis

S S Z Z MMalton homozigosis M M Malton M S
M Z S Z S M Malton
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stress value of 0,0566. As showed in the figure 7, patients carried an S 

mutation (black triangle) and patients with an heterozygosis with 

MMalton (white dot) are partially separated in the NMSD plot. 





Fig.7 Multidimensional Scaling (NMDS) on spirometric pattern in patients with 
heterozygosis M/S (black triangles) e heterozygosis M. MMalton (white dots).


This was also confirmed by the PERMANOVA analysis  that showed 

a significantly difference between the two patterns. (PERMANOVA: 

F1,14=3.54, R2=0.20, p=0.02)
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Discussion


The importance of an early diagnosis is out of doubt for any 

disease but it become critical in all the conditions which can be 

profoundly influenced by behavioral and pharmacological treatment 

even to prevent the disease development. 


The screening programs have been at the center of the diagnosis 

both of symptomatic and asymptomatic subjects. Few years after the 

first identification from Eriksonn and Laurell in 1963 [90], screening 

programs were performed in addition of epidemiological strategies in 

order to assess the frequency of this new disease. 


There are two approaches: population based screening, with 

unselected subjects, or among selected groups. Obviously random 

population samples can provide less biased data but they are difficult 

and expensive to perform. On the other hand testing selected groups 

can be even more useful if a “at risk” or “affected” sample is chosen 

because it is possibile to identify people in whom educational and 

pharmacological programs can improve the quality of life and 

prognosis.


In our study we decide to enroll patients with pulmonary diseases 

that the major international societies suggested to be tested for AATD: 

COPD, asthma, bronchiectasis and pneumothorax. 15% of the subjects 

were under the chosen cut off for serum AAT. This can be slightly an 

overestimation because we set a higher cut off than usual. In this way 
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we have tried to correct the influence of an underlying inflammatory 

state on the AATD value and, as described by Ferrarotti in 2012 [13], 

we have the chance to identify more subjects even with a single allele 

mutated. 


Our data showed a AATD prevalence of 8.39% and considering the 

prevalence of COPD (approximatively 10-15% in Sardinia [91])  and of 

asthma (10%), there is a massive proportion of undiagnosed 

individuals in everyday clinica practice. These people need to be 

informed about the disease, its consequences and how modifying 

everyday life is possible to ameliorate quality of life and prognosis.  

Apart from the medical and ethic point of view, respiratory disease has 

a great impact on the health system both in direct and indirect ways. 

The health care  expenses (drugs, inpatients and outpatients) rules the 

direct cost whereas the production lost form the indirect ones. 

European Respiratory Society estimated that in Europe the direct cost 

of COPD and asthma are respectively about €1000 and €2000 per 

patient  per years  with a total (direct and indirect) charge amounting 

to €82 billion [92]. The recognition of an AAT deficiency among the 

patient with obstructive respiratory disease allows a better treatment 

and counseling and could influence the huge costs of this diseases.


In 2005 de la Roza and colleagues started a severe disease 

(namely PI*ZZ) detection program among COPD patients in Spain and 

observed a 4.5% of the subjects with low AAT hematic value and 0.37%  

had a severe AATD [93]. These data were confirmed in a very 
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interestingly pilot program where the COPD patient were enrolled by 

family practice physicians [94]. In Germany in 2002 a similar program 

performed by general physician but enrolling individuals with different 

lung disease did not detect any severe case among the 1060 subjects 

[95] but in the USA within a similar population included by specialist 

and general practitioners, a higher diagnosed rate was observed 

(PI*ZZ 1 every 31 samples and 1 every nine was PI*MZ) [96]. In our 

population  we identify one patient with PI*ZZ and one PI*SZ (each one 

0.21% of total). The difference observed among these studies is easily 

explicated by the geographical distribution of the alleles worldwide as 

demonstrated in different epidemiological studies [57,  98]. 


What is really interesting, even if not surprisingly, is the frequency 

of a rare variants, Mmalton. In the past years the role of the so called rare 

variants was reassessed: they are not so rare, with a prevalence 

described  between 0.6 and 4.2% [58-60, 98 99]. The prevalence in 

our population, with the limitation of the sample size, is 3.84% 

supporting what reported for the Sardinian population in 2005 by 

Ferrarotti et al. [58] where it was described as the highest rate of rare 

variants in Italy.


 Mmalton is not only prevalent but it is the only rare variant we 

observed in our population. It is quite a common rare allele, in fact it 

was detected with high frequency in several studies in different 

countries (20% in Spain, 60% in Tunisia, 8% in Switzerland, and 35% in 

Italy) [58-60, 98, 99]. Furthermore in Sardinia Mmalton is so recurrent 
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that has also a local designation, called Mcagliari from the city where it 

was firstly described [100].


The abundance of AAT deficient variants leads to the hypothesis 

that they can carry a sort of protective mechanism through an 

inflammatory response amplification against infectious agents in the 

pre-antibiotic era [101]. Following this idea, rare variants have been 

selected where the more common deficient alleles were unfrequent 

and in this way preserving this theoretical biological advantage. 


As long as our knowledge about AATD has grown, we have learnt 

that a pan lobular juvenile emphysema was only one of the many 

presentations that a medical doctor could meet. We selected our 

subjects among different lung diseases considered at risk and we 

meet a multifaceted pathology with different clinical aspect that easily 

mixed up. Asthma and COPD, also overlapping one into the other, 

were the more recurrent pulmonary diagnosis in the mutated group. 

Confronting subjects from the Italian and Spanish Registry Piras et al. 

found that the asthma prevalence was 9% [83], a value much lower 

from our 34.2%  that is close to the 31% observed in the NHLBI registry 

[80] and the 36.6% in the Alpha One Foundation Research Network 

Registry [102] even if the subjects enrolled in these series are not 

similar.


 The genetic mutation involved does not seem influence the 

clinical phenotype in our population. As told before, the environment 

and the personal habits affects deeply the AATD natural course but 
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some clinical aspects, such as a discordance among siblings [103] and 

the differences in lung function among similar patients [104-109], 

point up that there is surely more to be discovered. In these years we 

are enlightening new role for AAT in several inflammatory mechanism 

that could in the future explain the clinical complexity of this genetical 

condition.


So a specified allelic mutation does not lead to a specific clinical 

phenotype, but what happens regarding lung ventilatory function? 

The pulmonary function tests are routinely use to assess the gravity of 

the lung loss in several obstructive conditions. Although it was 

demonstrated that they are not so sensible and specific in evaluating 

the AATD pathological progression, they are simple, economical and 

repeatable with almost an easy access everywhere and limited 

contraindications comparing to more specific  exams, for example CT 

scans. 


The decline functional rata is variable among subject with severe  

AATD carrying the same mutation [110-112] depending on different 

external factor that can at least partially  be  modified.


In this study we have tried something different: compare the 

functional loss pattern between the two more frequent allelic 

combinations. With the limitation of a restricted sample, we observe a 

significative difference so we can speculate that a specific mutation 

could predispose to a determined pulmonary deterioration pattern. &
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Limitations


As author of this study, I am well aware of its limitation. 


It depends mostly of the sample size and the missing data 

regarding lung ventilatory function and imaging.


The original study was drawn in late 2018 and in 2019 and it 

should comprehend different outpatients clinics all over the regional 

area and the screening should involved approximately 2000 subjects. 

At the enrollment in addition to the anamnestic data, informations 

from respiratory functional test and high resolution thoracic 

tomographic scans should have been collected. Furthermore we have 

scheduled to follow up the AATD subject with a frequency depending 

on their severity lung involvement. 


From February 2020 Italy has been hitting by a series of waves 

from the COVID 2019 pandemia that still continue at the present time. 

The consequences on the Italian health system were disastrous at any 

levels and every strengths was focus on this fight. As consequence of 

the isolation protocol imposed in order to reduce the viral spreading,  

the outpatient clinics were closed and all their procedures were 

postpones. In addition international scientific societies recommended 

to not perform any lung ventilatory test for the high risk for the staff to 

viral exposition.


This affected obviously our study: the other outpatients clinics in 

Sardinia were not able to perform any enrollment and we have to 
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reduce our study to a single centre, the Respiratory Disease 

Outpatient Clinic of Sassari University. Moreover the data were often 

partial because of the impossibile task to perform CT Scan or a lung 

ventilatory test.


We have tried to correct as much as possibile the bias in our 

analysis, but more data are need to confirm and improve our 

observations. 


Without any doubt reaching the population chosen in the original 

project  could substantiate the results, the conclusions and overall the 

significancy of the study. Our ambition is to achieve in the next future 

what we have had programmed and to compare the new results with 

what we have observed until now.&
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Conclusion


Starting from a simple genetic mutation, 𝛂1-antitrypsin deficiency 

is proved once again to be a variegate condition influenced by the 

environment, personal habits but also something more that is still 

unexplained.


This creates a real challenging task in the clinical practice both  to 

general and specialistic physicians. Diagnose this disease promptly is 

essential because it is possibile to modify its evolution controlling 

some of the external factor and creating an information and 

supporting net around the patients and their family.  


Speaking of respiratory affected patients, such as those involved 

in our study, this need became mandatory. Reducing or decrease the 

loss of pulmonary tissue and function is essential not only from the 

ethical and individual side, but also thinking about the social 

economical impact that the more frequent clinical phenotypes, COPD 

and asthma, have on our society.


	 	 37



Bibliography


1. Fagerhol MK, Laurell CB. The Pi system-inherited variants of 

serum alpha1-antitrypsin. Prog Med Genet 1970;96:96–111


2. Brantly M. Alpha1-antitrypsin genotypes and phenotypes. In: 

Crystal RG, ed. Alpha1-antitrypsin deficiency. New York: Marcel 

Dekker, 1996:45–59.


3. Owen MC, Brennan SO, Lewis JH, Carrell RW. Mutation of 

antitrypsin to antithrombin. Alpha-1 antitrypsin Pittsburgh (358 Met 

leads to Arg), a fatal bleeding disorder. N Engl J Med 

1983;309:694-698


4. Morrison HM, Afford SC, Stockley RA. Inhibitory capacity of 

alpha-1 antitrypsin in lung secretions: variability and the effect of 

drugs. Thorax 1984;39:510-516


5. Stecenko AA, Brigham KL. Gene therapy progress and 

prospects: alpha-1 antitrypsin. Gene Ther 2003;10:95-99


6. Lomas DA, Mahadeva R. Alpha-1 antitrypsin polymerization and 

the serpinopathies: pathobiology and prospects for therapy. J Clin 

Invest 2002;110:1585-1590


7. Mulgrew AT, Taggart CC, Lawless MW, Greene CM, Brantly ML, 

O'Neill SJ, McElvaney NG. Z alpha-1 antitrypsin polymerizes in the 

lung and acts as a neutrophil chemoattractant. Chest 

2004;125:1952-1957


	 	 38



8. Molmenti EP, Perlmutter DH, Rubin DC. Cell-specific expression 

of alpha-1 antitrypsin in human intestinal epithelium. J Clin Invest 

1993;92:2022-2034


9. Gadek JE, Crystal RG. Alpha-1 antitrypsin deficiency. In: 

Stanbury J.B., Wyngaarden J.B., Frederickson D.S., et al, editors. The 

metabolic basis of inherited disease. 5th ed. New York: McGraw-

Hill; 1983. p. 1450-146


10.Huntington JA, Read RJ, Carrell RW. Structure of a serpin-

protease complex shows inhibition by deformation. Nature 2000; 

407:923-926.


11. Carrell RW, Lomas DA. Alpha-1 antitrypsin deficiency: a model 

for conformational diseases. N Engl J Med 2002; 346:45–53.


12. Eriksson S. A 30-year perspective on alpha-1 antitrypsin 

deficiency. Chest 1996;110:237S-242S


13.Ferrarotti I, Thun GA, Zorzetto M, Ottaviani S, Imboden M, 

Schindler C, von Eckardstein A, Rohrer L, Rochat T, Russi EW, 

Probst-Hensch NM, Luisetti M. Serum levels and genotype 

distribution of $1-antitrypsin in the general population. Thorax. 2012 

Aug;67(8):669-74


14. Nita IM, Serapinas D, Janciauskiene SM. Alpha1- Antitrypsin 

regulates CD14 expression and soluble CD14 levels in human 

monocytes in vitro. Int J Bio- chem Cell Biol. 2007;39(6):1165–1176


15.  Janciauskiene S, Larsson S, Larsson P, Virtala R, Jansson L, 

Stevens T. Inhibition of lipopolysac- charide-mediated human 

	 	 39



monocyte activation, in vitro, by alpha1-antitrypsin. Biochem 

Biophys Res Commun. 2004;321(3):592–600


16. Stockley RA, Shaw J, Afford SC, Morrison HM, Burnett D. Effect 

of alpha-1-proteinase inhibitor on neutrophil chemotaxis. Am J 

Respir Cell Mol Biol. 1990;2(2):163–170


17. Petrache I, et al. Alpha-1 antitrypsin inhibits caspase-3 activity, 

preventing lung endothelial cell apoptosis. Am J Pathol. 

2006;169(4):1155–1166


18.Subramaniyam D, et al. TNF-alpha-induced self expression in 

human lung endothelial cells is inhibited by native and oxidized 

alpha1-antitrypsin. Int J Biochem Cell Biol. 2008;40(2):258–271


19.  Rooney CP, Taggart C, Coakley R, McElvaney NG, O’Neill SJ. 

Anti-proteinase 3 antibody activation of neutrophils can be 

inhibited by alpha1-antitrypsin. Am J Respir Cell Mol Biol. 

2001;24(6):747–754


20. Bergin DA, Reeves EP, Meleady P, Henry M, McElvaney OJ, 

Carroll TP, Condron C, Chotirmall SH, Clynes M, O'Neill SJ, 

McElvaney NG (2010) Alpha-1 Antitrypsin regulates human 

neutrophil chemotaxis induced by soluble immune complexes and 

IL-8. J Clin Invest 120(12):4236–4250 


21. Woolhouse IS, Bayley DL, Stockley RA. Sputum chemotactic 

activity in chronic obstructive pulmonary disease: effect of alpha(1)-

antitrypsin deficiency and the role of leukotriene B(4) and 

interleukin 8. Thorax 2002;57:709-14


	 	 40



22. Bucurenci N, Blake DR, Chidwick K, et al. Inhibition of 

neutrophil superoxide production by human plasma alpha 1-

antitrypsin. FEBS Lett 1992;300:21-4


23. Lockett AD, Kimani S, Ddungu G, et al. $1-Antitrypsin 

modulates lung endothelial cell inflammatory responses to TNF-$. 

Am J Respir Cell Mol Biol 2013;49:143-50


24.Subramaniyam D, Virtala R, Pawlowski K, Clausen IG, Warkentin 

S, Stevens T, Janciauskiene S (2008) TNF-alpha-induced self 

expression in human lung endothelial cells is inhibited by native 

and oxidized alpha1-antitrypsin. Int J Biochem Cell Biol 40(2):258–

271


25.# #Dafforn TR, Mahadeva R, Elliott PR, Sivasothy P, Lomas DA. A 

kinetic mechanism for the polymerization of alpha-1 antitrypsin. J 

Biol Chem 1999;274:9548-9555; 


26.Devlin GL, Chow MK, Howlett GJ, Bottomley SP. Acid 

denaturation of alpha-1 antitrypsin: characterization of a novel 

mechanism of serpin polymerization. J Mol Biol 2002;324:859-870; 


27.  Sivasothy P, Dafforn TR, Gettins PG, Lomas DA. Pathogenic 

alpha-1 antitrypsin polymers are formed by reactive loop-beta-sheet 

A linkage. J Biol Chem 2000;275:33663-33668


28. Lomas DA, Evans DL, Finch JT, Carrell RW. The mechanism of Z 

a l p h a - 1 a n t i t r y p s i n a c c u m u l a t i o n i n t h e l i v e r . 

Nature1992;357:605-607


	 	 41



29. Wu SS, de Chadarevian JP, McPhaul L, Riley NE, van Leeuwen 

FW, French SW. Coexpression and accumulation of ubiquitin +1 and 

ZZ proteins in livers of children with alpha-1 antitrypsin deficiency. 

Pediatr Dev Pathol 2002;5:293-298


30. Qu D, Teckman JH, Omura S, Perlmutter DH. Degradation of a 

mutant secretory protein, alpha-1 antitrypsin Z, in the endoplasmic 

ret iculum requires proteasome act iv i ty. J B io l Chem 

1996;271:22791-22795


31.  Lawless MW, Greene CM, Mulgrew A, Taggart CC, O'Neill SJ, 

McElvaney NG. Activation of endoplasmic reticulum-specific stress 

responses associated with the conformational disease Z alpha-1 

antitrypsin deficiency. J Immunol 2004;172:5722-5726


32. Hidvegi T, Schmidt BZ, Hale P, Perlmutter DH. Accumulation of 

mutant alpha-1 antitrypsin Z in the endoplasmic reticulum activates 

caspases-4 and -12, NFkappaB, and BAP31 but not the unfolded 

protein response. J Biol Chem 2005; 280 : 39002 - 39015


33. Perlmutter DH. Alpha-1 antitrypsin deficiency: importance of 

proteasomal and autophagic degradative pathways in disposal of 

liver disease-associated protein aggregates. Annu Rev Med 

2011;62:333-345


34. Lomas DA, Elliott PR, Sidhar SK, Foreman RC, Finch JT, Cox DW, 

Whisstock JC, Carrell RW. Alpha-1 antitrypsin Mmalton (Phe52-

deleted) forms loop-sheet polymers in vivo. Evidence for the C 

	 	 42



s h e e t m e c h a n i s m o f p o l y m e r i z a t i o n . J B i o l C h e m 

1995;270:16864-16870


35. Lomas DA, Finch JT, Seyama K, Nukiwa T, Carrell RW. Alpha-1 

antitrypsin Siiyama (Ser53-->Phe). Further evidence for intracellular 

loop-sheet polymerization. J Biol Chem 1993;268:15333-15335


36. Janoff A. Elastases and emphysema. Current assessment of the 

p ro tease-ant ip ro tease hypothes is . Am Rev Resp i r D is 

1985;132:417-433


37.Tosi MF, Zakem H, Berger M. Neutrophil elastase cleaves C3bi 

on opsonized Pseudomonas as well as CR1 on neutrophils to create 

a functionally important opsonin receptor mismatch. J. Clin. Invest. 

86(1), 300–308 (1990);


38.Fick RB Jr, Naegel GP, Squier SU, Wood RE, Gee JB, Reynolds 

HY. Proteins of the cystic fibrosis respiratory tract. Fragmented 

immunoglobulin G opsonic antibody causing defective 

opsonophagocytosis. J. Clin. Invest. 74(1), 236–248 (1984)


39. Smallman LA, Hill SL, Stockley RA. Reduction of ciliary beat 

frequency in vitro by sputum from patients with bronchiectasis: a 

serine proteinase effect. Thorax 39(9), 663–667 (1984)


40. Weldon S, McNally P, McElvaney NG et al. Decreased levels of 

secretory leucoprotease inhibitor in the Pseudomonas- infected 

cystic fibrosis lung are due to neutrophil elastase degradation. J. 

Immunol. 183(12), 8148–8156 (2009); 


41.Guyot N, Butler MW, McNally P et al. Elafin, an elastase-specific 

inhibitor, is cleaved by its cognate enzyme neutrophil elastase in 

	 	 43



sputum from individuals with cystic fibrosis. J. Biol. Chem. 283(47), 

32377–32385 (2008)


42. Woolhouse IS, Bayley DL, Stockley RA. Sputum chemotactic 

activity in chronic obstructive pulmonary disease: effect of alpha-1 

antitrypsin deficiency and the role of leukotriene B(4) and 

interleukin 8. Thorax 2002;57:709-714


43. Hill AT, Bayley DL, Campbell EJ, Hill SL, Stockley RA. Airways 

inflammation in chronic bronchitis: the effects of smoking and 

alpha-1 antitrypsin deficiency. Eur Respir J 2000;15:886-890; 


44.Hubbard RC, Fells G, Gadek J, Pacholok S, Humes J, Crystal RG. 

Neutrophil accumulation in the lung in alpha-1 antitrypsin 

deficiency. Spontaneous release of leukotriene B4 by alveolar 

macrophages. J Clin Invest 1991;88:891-897;


45. Hill AT, Campbell EJ, Bayley DL, Hill SL, Stockley RA. Evidence 

for excessive bronchial inflammation during an acute exacerbation 

of chronic obstructive pulmonary disease in patients with alpha-1 

antitrypsin deficiency (PiZ). Am J Respir Crit Care Med 

1999;160:1968-1975


46.Stockley RA, Bayley DL, Unsal I, Dowson LJ. The effect of 

augmentation therapy on bronchial inflammation in alpha-1 

a n t i t r y p s i n d e f i c i e n c y. A m J Re s p i r C r i t C a re M e d 

2002;165:1494-1498


47. Spencer LT, Paone G, Krein PM, Rouhani FN, Rivera-Nieves J, 

Brantly ML. Role of human neutrophil peptides in lung inflammation 

	 	 44



associated with alpha-1 antitrypsin deficiency. Am J Physiol Lung 

Cell Mol Physiol 2004;286:L514-L520


48. Mulgrew AT, Taggart CC, Lawless MW, Greene CM, Brantly ML, 

O'Neill SJ, McElvaney NG. Z alpha-1 antitrypsin polymerizes in the 

lung and acts as a neutrophil chemoattractant. Chest 

2004;125:1952-1957; 


49. Mahadeva R, Atkinson C, Li Z, Stewart S, Janciauskiene S, 

Kelley DG, Parmar J, Pitman R, Shapiro SD, Lomas DA. Polymers of Z 

alpha-1 antitrypsin co-localize with neutrophils in emphysematous 

alveoli and are chemotactic in vivo. Am J Pathol 2005;166:377-386; 


50.Parmar JS, Mahadeva R, Reed BJ, Farahi N, Cadwallader KA, 

Keogan MT, Bilton D, Chilvers ER, Lomas DA. Polymers of alpha-1 

antitrypsin are chemotactic for human neutrophils: a new paradigm 

for the pathogenesis of emphysema. Am J Respir Cell Mol Biol 

2002;26:723-730


51.Houghton AM, Quintero PA, Perkins DL, Kobayashi DK, Kelley 

DG, Marconcini LA, Mecham RP, Senior RM, Shapiro SD. Elastin 

fragments drive disease progression in a murine model of 

emphysema. J Clin Invest 2006;116:753-759


52.Suki B, Lutchen KR, Ingenito EP. On the progressive nature of 

emphysema: roles of proteases, inflammation, and mechanical 

forces. Am J Respir Crit Care Med. 2003 Sep 1; 168(5):516-21)


53. Blanco I, de Serres FJ, Fernández-Bustillo E, et al. Estimates of 

the prevalence of alpha-1 antitrypsin deficiency PI*S and PI*Z alleles 

	 	 45



and the numbers at risk in Europe countries. Eur Respir J 2006; 27: 

77–84 


54. de Serres FJ, Blanco I. Ther Adv Respir Dis. 2012 

Oct;6(5):277-95 


55.Greulich T, Ottaviani S, Bals R, Lepper PM, Vogelmeier C, 

Luisetti M, Ferrarotti I. Alpha1-antitrypsin deficiency - diagnostic 

testing and disease awareness in Germany and Italy. Respir Med. 

2013 Sep;107(9):1400-8


56. de Serres FJ. Alpha-1 antitrypsin deficiency is not a rare 

disease but a disease that is rarely diagnosed. Environ Health 

Perspect. 2003 Dec;111(16):1851-4


57.  Luisetti M, Seersholm N. $ 1-Antitrypsin deficiency 1: 

Epidemiology of $ 1-antitrypsin deficiency. Thorax 2004;59:164–169


58. Ferrarotti I, Baccheschi J, Zorzetto M, Tinelli C, Corda L, Balbi 

B, Campo I, Pozzi E, Faa G, Coni P, Massi G, Stella G, Luisetti M. 

Prevalence and phenotype of subjects carrying rare variants in the 

Italian registry for alpha1-antitrypsin deficiency. J Med Genet. 2005 

Mar;42(3):282-7;


59. Rodriguez-Frias F, Miravitlles M, Vidal R, Camos S, Jardi R. Rare 

alpha-1-antitrypsin variants: are they really so rare? Ther Adv Respir 

Dis. 2012 Jan 30; 


60.Denden, S., Zorzetto, N., Amri, F., Knani, J., Ottaviani, S., 

Scabini, R., et al. (2009) Screening for alpha 1 antitrypsin deficiency 

	 	 46



in Tunisian subjects with obstructive lung disease: a feasibility 

report. Orphanet J Rare Dis 4: 12 


61. Silverman EK, Sandhaus RA. Clinical practice. Alpha1-

antitrypsin deficiency. N Engl J Med. 2009;360: 2749–57


62. Ferrarotti I, Thun GA, Zorzetto M, et al. Serum levels and 

genotype distribution of $1-antitrypsin in the general population. 

Thorax 2012; 67: 669–674


63. Miravitlles M, Dirksen A, Ferrarotti I, et al. European 

Respiratory Society statement: diagnosis and treatment of 

pulmonary disease in $1-antitrypsin deficiency. Eur Respir J 2017; 

50: 1700610


64. Eriksson S, Carlson J, Velez R. Risk of cirrhosis and primary 

liver cancer in alpha-1 antitrypsin deficiency. N Engl J Med 

1986;314:736-739;


65. Hussain M, Mieli-Vergani G, Mowat AP. Alpha-1 antitrypsin 

deficiency and liver disease: clinical presentation, diagnosis and 

treatment. J Inherit Metab Dis 1991;14:497- 511


66. Elzouki AN, Segalmark M, Mazodier P, Eriksson S. Wegener's 

granulomatosis in a patient with severe PiZZ alpha-1 antitrypsin 

deficiency. QJM 1996;89:877


67. Elzouki AN, Eriksson S, Lofberg R, Nassberger L, Wieslander J, 

Lindgren S. The prevalence and clinical significance of alpha-1 

antitrypsin deficiency (PiZ) and ANCA specificities (proteinase 3, 

	 	 47



BPI) in patients with ulcerative colitis. Inflamm Bowel Dis 

1999;5:246-252


68. Mahr AD, Edberg JC, Stone JH, Hoffman GS, St Clair EW, 

Specks U, Dellaripa PF, Seo P, Spiera RF, Rouhani FN, Brantly ML, 

Merkel PA. Alpha-antitrypsin deficiency-related alleles Z and S and 

the risk of Wegener's granulomatosis. Arthritis Rheum 

2010;62:3760- 3767


69. McBean J, Sable A, Maude J, Robinson-Bostom L. Alpha-1 

antitrypsin deficiency panniculitis. Cutis 2003;71:205-209


70. Stoller JK, Aboussouan LS. Disease manifestations other than 

the lung and the liver. In: Bals R, Kohnlein T, editors. Alpha-1 

Antitrypsin Deficiency. Stuttgart: Thieme; 2009. p. 50-63


71.  Montanelli A, Mainardi E, Pini L, Corda L, Grassi V. Alpha-1 

antitrypsin deficiency and nephropathy. Nephron 2002;90:114-115


72. Pons RF, Casafont F, Rodriguez dL, San Miguel G, Artinano E, 

Cagigas J. Could alpha-1 antitrypsin deficiency have any role in the 

development of celiac sprue after gastric operations? J Clin 

Gastroenterol 1986;8:559-561


73. Rabassa AA, Schwartz MR, Ertan A. Alpha-1 antitrypsin 

deficiency and chronic pancreatitis. Dig Dis Sci 1995;40:1997-2001]


74.Sun Z, Yang P. Role of imbalance between neutrophil elastase 

and alpha-1 antitrypsin in cancer development and progression. 

Lancet Oncol 2004;5:182-190


	 	 48



75. Elzouki AN, Ryden AA, Lanne T, Sonesson B, Eriksson S. Is there 

a relationship between abdominal aortic aneurysms and alpha-1 

antitrypsin deficiency (PiZ)? Eur J Vasc Endovasc Surg 

1999;17:149-154


76. Bofinger A, Hawley C, Fisher P, Daunt N, Stowasser M, Gordon 

R. Alpha-1 antitrypsin phenotypes in patients with renal arterial 

fibromuscular dysplasia. J Hum Hypertens 2000;14:91-94 


77.  Survival and FEV1 decline in individuals with severe deficiency 

of alpha-1 antitrypsin. The Alpha-1 Antitrypsin Deficiency Registry 

Study Group. Am J Respir Crit Care Med 1998; 158: 49–59


78.  Luisetti M, Miravitlles M, Stockley RA. Alpha-1 antitrypsin 

deficiency: a report from the 2nd meeting of the Alpha One 

International Registry, Rapallo (Genoa, Italy), 2001. Eur Respir J 

2002; 20: 1050–1056


79. Sveger T. Liver disease in alpha-1 antitrypsin deficency 

detected by screening of 200,000 infants. N Engl J Med 1976; 294: 

1316–1321


80. McElvaney NG, Stoller JK, Buist AS, Prakash UB, Brantly ML, 

Schluchter MD, Crystal RD. Baseline characteristics of enrollees in 

the National Heart, Lung and Blood Institute Registry of alpha-1 

antitrypsin deficiency. Alpha-1 Antitrypsin Deficiency Registry Study 

Group. Chest 1997;111:394-403


81. Stockley RA, Edgar RG, Pillai A, et al. Individualized lung 

function trends in alpha-1-antitrypsin deficiency: a need for 

	 	 49



patience in order to provide patient centered management? Int J 

Chron Obst Pulm Dis 2016;11: 1745–1756


82. Piitulainen E, Tanash HA. The clinical profile of subjects 

included in the Swedish National Register on individuals with 

severe alpha-1 antitrypsin deficiency. COPD 2015; 12: Suppl. 1, 36–

41


83. Piras B, Ferrarotti I, Lara B, et al. Clinical phenotypes of Italian 

and Spanish patients with $1-antitrypsin  deficiency. Eur Respir J 

201342: 54–64


84. Gishen P, Saunders AJ, Tobin MJ, Hutchison DC. Alpha-1 

antitrypsin deficiency: the radiological features of pulmonary 

emphysema in subjects of Pi type Z and Pi type SZ: a survey by the 

British Thoracic Association. Clin Radiol 1982;33:371-377


85. Parr DG, Stoel BC, Stolk J, Stockley RA. Pattern of emphysema 

distribution in alpha-1 antitrypsin deficiency influences lung 

function impairment. Am J Respir Crit Care Med 2004


86.  Alpha1-antitrypsin deficiency: memorandum from a WHO 

meeting. Bull WHO 1997; 75: 397–415; American Thoracic Society/

European Respiratory Society Statement: standards for the 

diagnosis and management of individuals with alpha-1 antitrypsin 

deficiency. Am J Respir Crit Care Med 2003; 168: 820–899


87. American Thoracic Society/European Respiratory Society 

Statement: standards for the diagnosis and management of 

	 	 50



individuals with alpha-1 antitrypsin deficiency. Am J Respir Crit Care 

Med 2003; 168: 820–899


88. Casas F, Blanco I, Martínez MT, et al. Indications for active case 

searches and intravenous alpha-1 antitrypsin treatment for patients 

with alpha-1 antitrypsin deficiency chronic obstructive pulmonary 

disease: an update. Arch Bronconeumol 2015; 51: 185–192 


89. Sandhaus RA, Turino G, Brantly ML, et al. The diagnosis and 

management of alpha-1 antitrypsin deficiency in the adult. Chronic 

Obstr Pulm Dis (Miami) 2016; 3: 668–682


90. Laurell C-B, Eriksson S. The electrophoretic alpha-1 globulin 

pattern of serum in alpha-1 antitrypsin deficiency. Scand J Clin Lab 

Invest 1963;15:132-140


91. Blanco I, Diego I, Bueno P, et al. Geographical distribution of 

COPD prevalence in Europe, estimated by an inverse distance 

weighting interpolation technique. Int J Chron Obstruct Pulmon Dis 

2018;13:57–67


92. https://www.erswhitebook.org/f i les/public/Chapters/

02_economics.pdf


93. C. de la Roza, F. Rodrıguez-Frıas, B. Lara, R. Vidal, R. Jardi and 

M. Miravitlles Results of a case-detection programme for a1-

antitrypsin deficiency in COPD patients. Eur Respir J 2005; 26: 616–

622


94. Molina J, Flor X, García R, Timiraos R, Tirado-Conde G, 

Miravitlles M. The IDDEA project: a strategy for the detection of 

	 	 51



alpha-1 antitrypsin deficiency in COPD patients in the primary care 

setting. Ther Adv Respir Dis. 2011 Aug;5(4):237-43


95. Wencker M, Marx A, Konietzko N, Schaefer B, Campbell EJ. 

Screening for alpha Pi deficiency in patients with lung diseases. Eur 

Respir J 2002; 20: 319–324


96. Brantly M, Mishra V, Zienko L. Statewide targeted screening 

and detection of AAT deficiency. Am J Respir Crit Care Med 2003; 

167: A222 


97. de Serres FJ et al. PI S and PI Z Alpha-1 antitrypsin deficiency 

worldwide. A review of existing genetic epidemiological data. 

Monaldi Arch Chest Dis 2007; 67: 4, 184-208


98. Zorzetto, M., Russi, E., Senn, O., Imboden, M., Ferrarotti, I., 

Tinelli, C., et al. (2008) SERPINA 1 gene variants in individuals from 

the general population with reduced $1-Antitrypsin concentrations. 

Clin Chem 54: 1331–1338


99. Bals, R., Koczulla, R., Kotke, V., Andress, J., Blackert, K. and 

Vogelmeier, C. (2007) Identification of individuals with alpha-1-

antitrypsin deficiency by a targeted screening program. Resp Med 

101: 1708–1714


100. Sergi C, Consalez GG, Fabbretti G, Brisigotti M, Faa G, Costa 

V, Romeo G, Callea F. Immunohistochemical and genetic 

characterization of the M Cagliari alpha-1-antitrypsin molecule (M-

like alpha-1-antitrypsin deficiency). Lab Invest. 1994 Jan;70(1):130-3


	 	 52



101. Lomas, D.A. (2006) The selective advantage of $1-antirypsin 

deficiency. Am J Resp Crit Care Med 173: 1072–1077


102. Stoller JK, Brantly M, Fleming LE, et al. Formation and current 

results of a patient-organized registry for alpha(1)-antitrypsin 

deficiency. Chest 2000; 118: 843–848


103.  Wood AM, Needham M, Simmonds MJ, et al. Phenotypic 

differences in alpha-1 antitrypsin deficient sibling pairs may relate 

to genetic variation. COPD 2008; 5: 353–359


104. Holme J, Stockley RA. Radiologic and clinical features of 

COPD patients with discordant pulmonary physiology: lessons from 

alpha-1 antitrypsin deficiency. Chest 2007; 132: 909–915.


105. Piitulainen E, Montero LC, Nystedt-Düzakin M, et al. Lung 

function and CT densitometry in subjects with alpha-1 antitrypsin 

deficiency and healthy controls at 35 years of age. COPD 2015; 12: 

162–167


106. Piitulainen F, Tornling G, Eriksson S. Effect of age and 

occupational exposure to airway irritants on lung function in non-

smoking individuals with alpha-1 antitrypsin deficiency (PiZZ). 

Thorax 1997; 52: 244–248; 


107. Tanash HA, Nilsson PM, Nilsson JA, et al. Survival in severe 

alpha-1 antitrypsin deficiency (Pi ZZ). Respir Res 2010; 11: 44


108. Ward H, Turner AM, Stockley RA. Spirometric and gas transfer 

discordance in alpha-1 antitrypsin de f ic iency; patient 

characteristics and progression. Chest 2014; 145: 1316–1324


	 	 53



109. Parr DG, Stoel BC, Stolk J, et al. Pattern of emphysema 

distribution in alpha1-antitrypsin deficiency influences lung 

function impairment. Am J Respir Crit Care Med 2004; 170: 1172–

1178


110. Stockley RA, Edgar RG, Pillai A, Turner AM. Individualized lung 

function trends in alpha-1-antitrypsin deficiency: a need for 

patience in order to provide patient centered management? Int J 

Chron Obstruct Pulmon Dis. 2016 Aug 1;11:1745-56


111. Esquinas C, Serreri S, Barrecheguren M, Rodriguez E, Nuñez A, 

Casas-Maldonado F, Blanco I, Pirina P, Lara B, Miravitlles M. Long-

term evolution of lung function in individuals with alpha-1 

antitrypsin deficiency from the Spanish registry (REDAAT). Int J 

Chron Obstruct Pulmon Dis. 2018 Mar 23;13:1001-1007;


112. Hiller AM, Piitulainen E, Jehpsson L, Tanash H. Decline in FEV1 

and hospitalized exacerbations in individuals with severe alpha-1 

antitrypsin deficiency. Int J Chron Obstruct Pulmon Dis. 2019 May 

23;14:1075-1083

	 	 54


	Università degli Studi di Sassari
	Corso di Dottorato di Ricerca in Scienze Biomediche
	Curriculum Fisiopatologia Medica
	XXXIV Ciclo (A.A. 2020-2021)
	Coordinatore del Corso di Dottorato:
	Prof.ssa Margherita Maioli
	𝛂 1 antitrypsin deficiency prevalence in patients with Chronic Obstructive Airways Disease: a screening program in Nord Sardinia.
	Thesis by
	Barbara Piras, M.D.
	Index
	Introduction
	Backgrounds
	Hereditary Alfa one Antitrypsin deficiency
	The protein
	Pathophysiology
	Epidemiology
	Diagnosis
	Clinical aspects and therapy
	Pulmonary involvement
	Treatment
	Purpose
	Methods
	Population
	Statistical Analysis
	Results
	Population
	Complete lung function tests population
	Allelic frequency among the deficient group
	AATD prevalence in COPD, asthma, bronchiectasis ed emphysema versus general population
	Influence on allelic mutation on clinical presentation
	Allelic combination and FEV1
	Discussion
	Limitations
	Conclusion
	Bibliography

